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Fig. 3 KRWRMC is compared with other methods by LOOCV.

based on GO similarity, and the miRNA-circRNA
association subnetwork. An essential factor behind
the superior performance of KRWRMC compared
to traditional computational methods is that we

take miRNA-circRNA associations into consideration,
which means that we not only measure the similarity
between the miRNAs and circRNAs based on GO data
but also take the effects on their similarity of miRNA or


